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) in 100 µl of binding buffer (10 mM phosphate pH 7.0, 150 mM NaCl). Recombinant His6 Rsa1p 230-266 (0.7 nmol) was treated in the same way. The protein partners were incubated for 30 min at room temperature. Beads loaded with proteins were washed three times with the binding buffer.
Proteins were eluted by boiling in Laemmli loading buffer. Protein fractions were resolved by SDS-PAGE on 15% polyacrylamide gels and visualized by Coomassie staining.
Isothermal Titration Calorimetry
Binding of purified Snu13p and synthetic Rsa1p 238-259 was measured at 20°C in 10 mM NaPi, pH 5.6, 150 mM NaCl on a VP-ITC microcalorimeter (Microcal) with a cell volume of 1.4228 mL. 28 injections of 10 µL peptide solution (1.4 mM in the needle) were performed into 130 µM of protein in the chamber. The syringe speed was set at 300 rpm and a 200 s delay time was maintained between each injection. After subtraction of dilution heats, calorimetric data were analyzed using a non-linear least square curve fitting algorithm provided by the manufacturing (Origin version 7) with four parameters: stoichiometry (n), association constant (K a ), variation in enthalpy (∆H), and in entropy (∆S). Gibbs free energy (∆G) was calculated by using Gibbs free energy equation (∆H-T∆S). Figure S1 . GST-pull down experiments. A His6-tagged version of the conserved peptide 
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